ABSTRACT Here, we report two annotated draft genome sequences of Sphingobacterium sp. strains isolated from honey. The genomes of strains 1.A.4 and 1.A.5 show a limited similarity to each other and to genomes of other Sphingobacterium species, indicating that these isolates may represent new species.
species. This assumption is also supported by the fact that the comparison of the genomic copies of the 16S rRNA genes of 1.A.4 and 1.A.5 shows only 97% similarity.
The sequences of our isolates potentially representing new species will contribute to a better understanding of the organization of Sphingobacterium genomes.
Accession number(s).
The draft genome sequences of Sphingobacterium sp. 1.A.4 and 1.A.5 have been deposited in NCBI GenBank under accession numbers PEAZ00000000 and PEBA00000000, respectively.
